ABSTRACT Acinetobacter baumannii is an important human pathogen usually associated with severe hospital-acquired infections. Here, we announce the draft genome sequences of two livestock-associated isolates recovered from sewage water from a poultry slaughterhouse in Germany. Short-read whole-genome sequencing was conducted to determine the genetic basis of their antimicrobial resistance phenotype.
verified by FastQC (version 1.0.4; https://www.bioinformatics.babraham.ac.uk/projects/ fastqc/). SPAdes de novo assemblies were conducted using PATRIC (version 3.5.21), while genome annotation was performed using PGAP of the NCBI database (6, 7). Default parameters were used for all software tools. An overview of the genetic features and antimicrobial resistance profiles of both isolates is given in Table 1 . The draft genomes of LWGS-03-02-11A and LWGS-03-02-11B exhibited little variability in their sizes (ϳ3.983 Mbp), GϩC contents (38.8 to 38.9%), and numbers of different genetic elements. Furthermore, the two isolates belong to the same sequence type (ST), ST-836 (Abaumanni1) and ST-388 (Abaumanni2), using the two available multilocus sequence typing (MLST) schemes for A. baumannii typing of MLST finder 2.0 (software version 2.0.1) (8) . Bioinformatics analysis using ResFinder 3.1 (software version 3.1.0) (9) revealed that both genomes harbor bla OXA-71 (99.88% nucleotide identity to accession number AY750913) and bla ADC-25 (97.74% nucleotide identity to accession number EF016355) coding for beta-lactam antibiotics.
To assess the impact of livestock-associated A. baumannii isolates on human health, comprehensive data on their antimicrobial resistance development and their genetic basis will be needed. However, until now, Acinetobacter species of livestock and food origins have not usually been monitored.
Data availability. The draft genome sequences of LWGS-03-02-11A and LWGS-03-02-11B were deposited in GenBank under accession numbers RCUZ00000000 (BioProject number PRJNA496252) and RCVA00000000 (BioProject number PRJNA496253), respectively. 
